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Nature of Incident:  Deer Poaching


Services Requested:  “Parts/Identity Matching”

Date Submitted:  October 10, 2005

Description of Evidence Submitted:

1) 5-041a
White-tailed deer, sausage from freezer 
2) 5-041b
White-tailed deer, tissue section from cape
3) 5-041c
White-tailed deer, blood scrape from truck bed 

4) 5-041d
White-tailed deer, tissue and hair section from mount
5) 5-041e
White-tailed deer, tissue section from gut pile
Method of Analysis:  The resulting DNA profile for a sample, which is a combination of eight short tandem repeat (STR) markers and two gender typing markers specific for producing white-tailed deer (WTD) genotypes, is compared to other samples. Individual identity and matching is established by utilizing the highly variable repeat regions of DNA within the loci for which a combination of specific STR markers produce a unique allelic “fingerprint” or profile that affords a high level of discriminatory power in a given population. A single numeric indicates allelic homozygosity and a double numeric indicates allelic heterozygosity. A multiple numeric (greater than two) indicates allelic contribution from two or more individuals. Gender is indicated by both a single SRY and single BMC1009 numeric for a male and by only a single BMC1009 numeric for a female.
Data Interpretation:  The random match probability is based on the frequency estimate for the genotype frequencies across all eight loci. If DNA profiles match at eight of the eight sites, they are considered an exact match. The random match probability is the probability of that exact genetic profile being found in an individual, other than the (particular) individual, within the population. The probability that they could have come from two unrelated individuals is virtually zero. The five possible outcomes are a match, an inclusion, an exclusion, a mixture or inconclusive.
Results:  The results for this analysis are presented in the following one page report.
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Summary of Results: Alleles are reported as the codominant base pair fragment length of tandem repeat copies of the basic DNA repeat units. 

	SAMPLE
	BM4208
	BM4107
	Cervid1
	T1595
	RT7
	RT24
	T7
	BM1225
	SRY
	BMC1009

	5-041a
	137, 175, 179
	150, 154,
170, 174
	158, 166, 174, 178, 182, 186, 194
	183, 185, 191, 197, 203
	195, 199, 203, 207,
211, 215
	204, 212, 236, 240
	214, 222, 228, 234
	214, 223, 232, 238, 241
	180
	289

	5-041b
	175
	150, 170
	158, 186
	183, 203
	203
	204, 236
	234
	214, 241
	180
	289

	5-041c
	175, 179
	154
	166,194
	185, 197
	199, 207
	240
	214, 222
	232, 238
	180
	289

	5-041d
	167, 183
	154, 170
	178
	191
	195, 215
	212, 240
	224, 232
	217, 238
	
	289

	5-041e
	175, 179
	154
	166, 198
	185, 197
	199, 207
	240
	214, 222
	232, 238
	180
	289

	Control
	179
	154, 170
	162
	187
	195, 221
	212, 240
	208
	223, 241
	180
	289


Random Match Probability: The statistical frequency that the evidence profile will be found in a population of unrelated individuals is one in 2.3 billion.
Interpretation: Comparing the DNA profiles for the evidence submitted: Four profiles 5-041b, 5-041c, 5-041d and 5-041e were individuated. One profile 5-041a is a mixture. Two profiles 5-041c and 5-041e are an exact match. Three profiles 5-041b, 5-041c and 5-041e are inclusive as contributors to the mixture profile 5-041a. One profile 5-041d is exclusive as a contributor to the mixture profile 5-041a. The minimum number of animals contributing to the mixture profile 5-041a is four. Gender types are: Female for one profile 5-041d. Male for three profiles 5-041b, 5-041c and 5-041e. A laboratory control was run concurrent with the evidence and is included for comparison.
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